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post‐treatment and were then lysed on ice using ice‐cold TNET (50 mM Tris, pH 8.0, 


































































































Figure 2. Immunoprecipitation of myc-GCC185 and Western Blot of TUG. In 
this experiment, 293 cells were transfected with combinations of TUG, TUG 
K549R mutant, GFP-Golgin-160, and myc-GCC185. Golgin-160, another large 
Golgi-resident protein was used to compare it to GCC185. The myc tag on 
GCC185 was immunoprecipitated and equal amounts of the various proteins 
were blotted for. TUG and TUG K549R were blotted for with anti-L1C, 


























In the reciprocal experiment to the one in Figure 2, 293 cells were transfected 
with combinations of flag-TUG, flag-TUG delta18, and myc-GCC185. The flag 
tag was immunoprecipitated and equal amounts of the various proteins were 
blotted for. TUG and flag-TUG delta18 were blotted for with anti-flag and 
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